Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.060; wR factor = 0.137; data-to-parameter ratio = 14.8.
Related literature
Many chromene derivatives occur in natural products, see: Hatakeyama et al. (1988) . For the biological activity of functionalized chromenes, see: Brooks (1998); Valenti et al. (1993) ; Tang et al. (2007) . For the use of 6-amino-uracil derivatives as precursors in the synthesis of biologically significant fused uracils, see: Shaw (1996) . The fusion of a chromene unit to the uracil ring is found to increase the biological activity, see: Sabry et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Brooks, 1998; Valenti et al., 1993; Tang et al., 2007) . Many chromene derivatives also occur in various natural products (Hatakeyama et al., 1988) . 6-Amino-uracil derivatives belong to nitrogen-containing heterocycles of pyrimidine family and are used as key precursors for the synthesis of numerous biologically significant fused uracils (Shaw, 1996) . The fusion of chromene unit to uracil ring is found to increase biological activity (Sabry et al., 2011) . In this context, the synthesis and crystal structure of the title compound are reported.
D-HÁ
The molecules are held together through a tightly woven intermolecular hydrogen bonding network, utilizing the three and a half water molecules to establish the three-dimensional structure. The two short hydrogen bonds (D···A = 2.773 (3) and 2.781 (3) Å) show D-H···A angles of 170° and 177° respectively, which are close to the ideal 180°, yield to the formation of 'dimers′ ( Fig. 2) , which are further strongly connected to another dimer (Fig. 3) , eventually leading to layers utilizing the many hydrogen bonding interactions available to the system. Finally, these layers are held together by relatively weak C-H···O and N-H···O interactions (Fig. 4 & Fig. 5 ) so producing a complex three-dimensional structure.
Experimental
Distilled water (30 ml) was added to 6-amino-1,3-dimethyluracil (1 mmol) in a 100 ml round-bottomed flask and the mixture was stirred at room temperature until all the 6-amino-1,3-dimethyluracil had dissolved. Salicylaldehyde (0.5 mmol) was added drop wise to the 6-amino-1,3-dimethyluracil solution with constant stirring and then after 4 h the product appeared as brown precipitate and stirring was continued for further 3 h so that all of the reactants were converted into product. The brown precipitate was filtered and recrystallized from distilled ethanol to yield white transparent crystals suitable for single-crystal X-ray diffraction (yield 93%; m.p. 520-522 K).
Refinement
The structure was solved using the charge flipping method available from olex.solve (Bourhis et al., 2013) and was refined using the least squares refinement on F 2 available from SHELXL2013 (Sheldrick, 2008) . The solution and refinement process for this structure was unremarkable and all refinement details can be inferred from the cif file itself. 
Computing details

Figure 1
An overview of the title compound, showing the atom-numbering scheme. Symmetry-generated water molecules are shown in pink. The displacement ellipsoids are shown at the 50% probability level.
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Figure 2
The dimers formed by the short and geometrically most optimized hydrogen bonds. The layers as seen along the a axis.
Figure 5
The same arrangement as in Fig. 4 , but rotated by 90 0 and now seen along the b axis. Symmetry codes: (i) x, y−1, z; (ii) −x+1/2, −y+5/2, −z+1; (iii) −x+1, −y+2, −z+1; (iv) −x+1, y−1, −z+3/2.
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